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<210> 1 
<211> 429 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: orfZ gene from 
C . kluyver i 

<400> 1 

Met Glu Trp Glu Glu lie Tyr Lys Glu Lys Leu Val Thr Ala Glu Lys 
15 10 15 

Ala Val Ser Lys lie Glu Asn His Ser Arg Val Val Phe Ala His Ala 
20 25 30 

Val Gly Glu Pro Val Asp Leu Val Asn Ala Leu Val Lys Asn Lys Asp 
35 40 45 

Asn Tyr He Gly Leu Glu He Val His Met Val Ala Met Gly Lys Gly 
50 55 60 

Val Tyr Thr Lys Glu Gly Met Gin Arg His Phe Arg His Asn Ala Leu 
65 70 75 80 

Phe Val Gly Gly Ser Thr Arg Asp Ala Val Asn Ser Gly Arg Ala Val 



1 



85 



90 



95 



Tyr Thr Pro Cys Phe Phe Tyr Glu Val Pro Ser Leu Phe Lys Glu Lys 
100 105 110 

Arg Leu Pro Val Asp Val Ala Leu lie Gin Val Ser Glu Pro Asp Lys 
115 120 125 

Tyr Gly Tyr Cys Ser Phe Gly Val Ser Asn Asp Tyr Thr Lys Pro Ala 
130 135 140 

Ala Glu Ser Ala Lys Leu Val He Ala Glu Val Asn Lys Asn Met Pro 
145 150 155 ISO 

Arg Thr Leu Gly Asp Ser Phe He His Val Ser Asp He Asp Tyr He 
165 170 175 

Val Glu Ala Ser His Pro Leu Leu Glu Leu Gin Pro Pro Lys Leu Gly 
180 185 190 

Asp Val Glu Lys Ala He Gly Glu Asn Cys Ala Ser Leu He Glu Asp 
195 200 205 

Gly Ala Thr Leu Gin Leu Gly He Gly Ala He Pro Asp Ala Val Leu 
210 215 220 

Leu Phe Leu Lys Asn Lys Lys Asn Leu Gly He His Ser Glu Met He 
225 230 235 240 

Ser Asp Gly Val Met Glu Leu Val Lys Ala Gly Val He Asn Asn Lys 
245 250 255 

Lys Lys Thr Leu His Pro Gly Lys He Val Val Thr Phe Leu Met Gly 
260 265 270 

Thr Lys Lys Leu Tyr Asp Phe Val Asn Asn Asn Pro Met Val Glu Thr 
275 280 285 

Tyr Ser Val Asp Tyr Val Asn Asn Pro Leu Val He Met Lys Asn Asp 
290 295 300 

Asn Met Val Ser He Asn Ser Cys Val Gin Val Asp Leu Met Gly Gin 
305 310 315 320 

Val Cys Ser Glu Ser II Gly Leu Lys Gin He Ser Gly Val Gly Gly 
325 330 335 

Gin Val Asp Phe He Arg Gly Ala Asn Leu Ser Lys Gly Gly Lys Ala 



2 



340 



345 



350 



lie lie Ala lie Pro Ser Thr Ala 
355 360 

Thr Pro Leu Leu Asp Thr Gly Ala 
370 375 

Val Asp Tyr Val Val Thr Glu Tyr 
385 390 

Thr Leu Arg Asn Arg Ala Arg Ala 
405 

Phe Arg Glu Ser Leu Met Asn Glu 
420 



Gly Lys Gly Lys Val Ser Arg lie 
365 

Ala Val Thr Thr Ser Arg Asn Glu 
380 

Gly Val Ala His Leu Lys Gly Lys 
395 400 

Leu lie Asn lie Ala His Pro Lys 
410 415 

Phe Lys Lys Arg Phe 
425 



<210> 2 

<211> 52 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 

4-hydroxybutyryl CoA transferase (4HBCT) from C. 
aminobutyricxna 

<400> 2 

Met Asp Trp Lys Lys lie Tyr Glu Asp Arg Thr Ala lie lie Ala Met 
1 5 10 15 

Pro Ser Val Ala Lys Asn Asp Ala Asp Tyr Val Val Thr Glu Tyr Gly 
20 25 30 

lie Ala Glu Met Lys Ala Leu lie Asn lie Ala His Pro Asp Phe Lys 
35 40 45 

Asp Glu Leu Lys 
50 



<210> 3 
<211> 1289 
<212> DNA 

<213> Artificial Sequence 
<220> 



3 



<223> Description of Artificial Sequence: orzf gene from 
C . kluyveri 

<400> 3 

atggagtggg aagagatata taaagagaaa ctggtaactg cagaaaaagc tgtttcaaaa 60 
atagaaaacc atagcagggt agtttttgca catgcagtag gagaacccgt agatttagta 120 
aatgcactag ttaaaaataa ggataattat ataggactag aaatagttca catggtagct 180 
atgggcaaag gtgtatatac aaaagagggt atgcaaagac attttagaca taatgctttg 240 
tttgtaggcg gate tac tag agatgcagta aattcaggaa gagcagttta tacaccttgt 300 
tttttctatg aagtgccaag tttgtttaaa gaaaaacgtt tgcctgtaga tgtagcactt 360 
attcaggtaa gtgagccaga taaatatggc tactgcagtt ttggagtttc caatgactat 420 
accaagccag cagcagaaag tgctaagctt gtaattgcag aagtgaataa aaacatgcca 480 
agaactcttg gagattcttt tatacatgta tcagatattg attatatagt ggaagcttca 540 
cacccattgt tagaattgca gcctcctaaa ttgggagatg tagaaaaagc cataggagaa 600 
aactgtgcat ctttaattga agatggagct actcttcagc ttggaatagg tgctatacca 660 
gatgcggtac ttttattctt aaagaacaaa aagaatttag gaatacattc tgagatgata 720 
tcagatggtg tgatggaact ggtgaaggca ggggttatca ataacaagaa aaagaccctc 780 
catccaggca aaatagttgt aacattttta atgggaacaa aaaaattata tgattttgta 840 
aacaataatc caatggtaga aacttattct gtagattatg taaataatcc actggtaatt 900 
atgaaaaatg acaatatggt ttcaataaat tcttgtgttc aagtagactt aatgggacaa 960 
gtatgttctg aaagtatagg attgaaacag ataagtggag tgggaggcca ggtagatttt 1020 
attagaggag ctaatctatc aaagggtgga aaggctatta tagctatacc ttccacagct 1080 
ggaaaaggaa aagtttcaag aataactcca cttctagata ctggtgctgc agttacaact 1140 
tctagaaatg aagtagatta tgtagttact gaatatggtg ttgctcatct taagggcaaa 1200 
ctttaagaaa tagggcaaga gctctaataa atatcgctca tccaaaattc agagaatcat 12 60 
taatgaatga atttaaaaag agattttag 1289 



<210> 4 
<211> 14 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 4 

aggaggtttt tatg 



<210> 5 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 



4 



oligonucleotide 



<400> 5 

ggctcgtata atgtgtggag ggagaaccgc cgggctcgcg ccgtt 



<210> 6 
<211> 53 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 6 

ctagaacggc gcgagcccgg cggttctccc tccacacatt atacgagcct gca 



<210> 7 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 7 

tcccctgtca taaagttgtc actgca 



<210> 8 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 8 

gtgacaactt tatgacaggg gatgca 



<210> 9 
<211> 58 
<212> DNA 



<213> Artificial Sequence 

<220> 

<223> Description of Artificial iSequence: 
oligonucleotide 

<400> 9 

ctagtgccgg acccggttcc aaggccggcc gcaaggctgc cagaactgag gaagcaca 



<210> 10 

<211> 56 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 10 

tatgtgcttc ctcagttctg gcagccttgc ggccggcctt ggaaccgggt ccggca 



<210> 11 
<211> 44 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<400> 11 

ctctgaattc aaggaggaaa aaatatgaag ttattaaaat tggc 



<210> 12 
<211> 34 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

tttctctgag ctcgggatat ttaatgattg tagg 



<210> 13 



<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<400> 13 

aacgaattca attcaggagg tttttatgga tcagacatat tctctggagt c 



<210> 14 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 14 

ttgggagctc tacagtaaga aatgccgttg g 

<210> 15 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<400> 15 

taagagctca attcaggagg tttttatgga taagaagcaa gtaacggatt taagg 



<210> 16 
<211> 41 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<400> 16 

ttcccgggtt atcaggtatg cttgaagctg ttctgttggg c 



<210> 17 



<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 17 

tccggatcca attcaggagg tttttatgaa cagcaataaa gagttaatgc ag 



<210> 18 
<211> 33 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<400> 18 

gattctagat aggagcggcg ctactgcttc gcc 



